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<210> 23 

<211> 1380 

<2i2> DNA 

<213> Home sapiens 

<400> 23 

atggctagca tgactggtcg acagcasatg ggtcgcggat cgacgactat ctctcactct GO 
ccrjrgrgaar aggarggatr cacccagcac ggcatccggc tgcccctccg cagcggcctg 12C 
gcggqcqccc ccctqqqqct qcgactgccc cgggagaccg accaagagcc cgagcagccc 18C 
ggccggaggc gcacctttgL ggagaLggtu gacadcctgd. uguyj^ctL- yygyc-eigggt- 24G 
tactacgtgg agatgaccgt ggacagcccc ccgcagacgc tcaacaicct ggtggataca SCO 
ggcag:;agta artrrgragt gggtgctgcq rcccacccct -cctgcatcg ctactarcag 360 
aggcagctgt ccagcacata ccgggacctc cggaagggtg tgtargtgcc ctacacccag 420 
ggcaagtggg aaggggagct gggcaccgac ctggcaagca tcccccatgg ccccaacgrc 480 
actgtgcctg ccaacattgr tgccatcact gaatcagaca agttcttcat caaccgctcc £40 
aacigggaaj gcatcctcgj gctggcctar gctgagattg ccaggc^cga cgactccctg 600 
gagcctttct ttgactctct. cg:.aaagcag acccacgtrc ccaacccctt crccctgcac 66C 
ctttgtggtg ctggcttccc cctcaaccag tctgaagtgc tggcctctgt cggagggagc 72C 
atgatcattg gaggcatcga ccactcgctg tacacaggca gtctctggta tacacccatc 780 
cggcgggagt ggtattatga ggtcatcatt gtgcgggtgg agatcaatgg acaggatictg 840 
aaaarggact gcaaggacra caactargac aagagcattg ^ggacagtgg caccaccaac 9 00 
cttcgtttgc ccaagaaagt gtttgaagct ccagtcaaat ccatcaaggc agcctcctcc 960 
acggagaagt tccctgatgg tttctggcta ggagagcagc tggtgtgctg gcaagcaggc 1020 
accAcacctt ggaacattrr r Tag- rate tcartrtacc taatgggtga ggttLascacc 1080 
cagtccttcc ccatcaccat ccttccgcag caatacctgc ggccagtgga agacgtggcc I 14 0 
acgtcccaag acgactglLa Leidgtctgcc atctcacagt catccacggg cactgttatg 1200 
ggagctgtta tcatggaggg cttcca=gtt; gtctttgatc gggcccgaaa acgaattggc 1260 
tttgctgtra gcgcl-rgcca tgtgcargat gagrtcagga cggcagcggt ggaaggccct 1320 
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titgtcacct tggacat.gga ag£::tgtggc tacaacai.t.c cacagaca,ga t-gagtcazca 13 SO 

<210> 24 

<212> PRT 

<.212> Homo sapiens 

<4oa> 2; 

Ket Ala Ser Jtet Tbr Gly Gly Gin Gin Met Giy Arg Gly Ser Me:: Thr 
5 iC 15 

lie Ser Asp Ser Pro 3u:g Glu clr. ks-v Gly Ser Trj: Gin His Gly lie 
20 25 3C 

Arg Leu Pre Leu Arg Ser Gly Leu Gly Gly Al?- Pro Leu Gly Lpu Arg 
35 40 45 

Lc^ Pro Arg Glu Tbr Asp Glu Glu Pro clu Clu Pro Gly Arg Arg Gly 
50 SS 6C 

Ser Phfc! Vdl Glu Mel V^l Asp As:; Leu Arg Gly Lys Ser Gly Gin Gly 
65 72 75 8C 

Tyr Tyr Val Glu Jie* Thr Val Gly Ser Pro Pro Gin Tnr Leu Asn He 
55 90 95 

Lpu Val Asp Tnr Gly Ser Ser Asn Pne Ala Val Gly Ala Ala Pro His 
lOD 1C5 110 

Pro Phe Leu His Arg Tyr Tyr Glr. Arg Gin Leu Ser Ser Thr Tyr Arg 
115 123 12E 
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Asp Leu Arg Lys Gly Val Tyr Val Pro Tyr Tiir Gin Gly Lys Trp Glu 
133 13E 140 

Gly Glu Leu Gly Tiir Asp Leu Val ser lie Pro His Gly Pro Asn Val 
145 150 155 160 

Thr Val Arg Ala Asn lie Ala Ala lie Thr Glu Ser Asp Lys P.ie Phe 
165 170 175 

lie Asn Gly Ser Asn Trp Glu Gly lie I^u Gly Leu Ala Tyr Ala Glu 

165 19C 

lie Ala Arg Pro ?,sp Asp Ser Leu Glu Pro Phe Phe Asp Ser Leu Val 
195 20G 205 

Lys Gin Thr His Val Pro Asn Lev: Phe Ser Leu His Leu cys Gly Ala 
210 215 220 

Gly Pne Fro Leu Asn Gin Ser Glu Val Leu Ala Ser Val Gly Gly Ser 
225 230 235 24C 

Met He lie Gly Gly lie Asp His Ser Leu Tyr Ttr Gly Ser Leu Trp 
245 230 255 

Tyr Itir Pro He Arg Arg Glu Trp Tyx Tyr Glu Val lie lie Val Arg 
2e: 265 270 



Val Glu He Asn Gly Gl:i Asp Leu Lys Met Asp Cys Lys Glu Tyr Asn 
275 280 285 
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